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Expression of MMP-11 in bladder cancer and its clinical significance
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Abstract Objective; To investigate the clinical relevance of MMP-11 expression in patients with bladder canc-
er (BC) and the corresponding mechanisms. Method: GEO dataset was collected and the corresponding expression
profile and clinical information were analyzed. Gene set enrichment analysis (GSEA) was conducted to explore the
associated gene sets regulated by MMP-11. Result; The expression of MMP-11 was upregulated in BC (P =
0. 008). MMP-11 expression was significantly associated with progression (P=0. 026), T stage (P=0. 001), N
stage (P<C0. 0001), grade (P<C0. 0001). Higher expression of MMP-11 predicted poor specific survival in BC
(P=0. 0002), and higher expression of MMP-11 tended to predict poor overall survival in BC (P =0, 0884). The
results of GSEA indicated that MMP-11 regulated gene sets associated with unfolded protein response, spermato-
genesis, G2M checkpoint, MYC signaling pathway, E2F targets, mTORCI signaling pathway, mitotic spindle
formation, angiogenesis, glycolysis, cholesterol homeostasis, PI3K/AKT/mTOR signaling pathway, inflamma-
tory response. Conclusion; MMP-11 was highly expressed in BC, correlated with worse clinicalpathological fea-
tures and acted as a prognostic marker and target in the diagnosis and treatment of patients with BC.
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